SEQUENCE LISTING 



( 1 ) GENERAL. INFORMAT I 0>N : 
APPLICANT 



RECEIVED 

J uN j i 
TECH CENTER 1 600. 



( i ) 



I h ong Ru 



UD TITLE OF INVENTION: Chaperone Mediated Protein 
Fd I a .. nq Method 

iiii' NUMBER OF SEOUEN3ES: 7 

(iv) CORRESPONDENCE ADDRESS : 

i A) ADDRESSEE: To wn send and Townsend and Crew LLP 
iB) STREET: Two Embarcadero Center, Eighth Floor 
iC) CI TO'. San Franc is co 

(D) STATE: Cal: fornia 

( E ) COUNTRY: USA 

( F ) ZIP : FU11 38 ?■ 4 

(v) OCXPUTEF. READABLE FUKM : 

(A) MEDIUM TYPE: Floppv disk 

(CO COMPUTER . . .IBM PC compatible 

lC) O t ERAT I NO SYSTEM: PA DOS/ MS - DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 09/423,100 

(B) FILING DATE: I1-DEC-2C00 

(C) CLASS 1FI CAT PON : 

( v l l ) PR ] (OR APPL I CAT PON DATA : 

(A) APPLICATDDi; N00M3ER: WO PCT/CN9 8/ 00052 

(D) FILING LATE: 0 1 - MAP - 1 9 9 8 



( vi i i ) ATTORNEY .'AGENT I N FORMATION : 

(A) NAME: My croft, Frank. J 

( B ) REG I ST RAT ION NUMBER : 4 6, 94 6 

(C) REFERENCE/LOCKET NUMBER: 0 2 0 1 6 7 - 0 0 0 1 2 OUS 



(2) I N FORMAT Id N FOR SEO :d NO : 1 : 

: i ■ SEOUENCE CHARACTER ISTICS: 

( A ) LENO 0TH • A 9 an. : no acids 

( E ) TY' F E ■ am i n<: a o i d 

( C ) STFYvNI'EDNESS : 

( D ) TO PjLOGY ■ .. me a r 

(ii) MOLECULE TYPE: protein 



Met Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu 

1 5 10 15 

Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe 

2 : _ 2 5 3 0 



31 u HI u Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn 
3 5 4 0 4 5 



information for seq id no : 2 : 
(i) sequence characteristics: 

(A) LENGTH: 92 amino acids 

( & ) T Y P E • a m j no acid 

( C) STRANDEDNESS : 

O) TOPOLOGY, linear 



(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Met Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu 
5 10 15 

Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe 
2 0 2 5 3 0 

Glu Glu Ala Tyr He Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn 
3 5 4 0 4 5 

Pro Gin Thr Ser Leu Ser Phe Ser Glu Ser He Pro Thr Pro Ser Asn 

5 C 5 5 6 0 

Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg He Ser 
6 5 70 75 80 

Leu Leu Leu He Gin Ser Trp Leu Glu Pro Yal Gin 
3 E- 9 0 



(2) INFORMATION FOR SEQ ID NO : 3 : 

(l) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 amino acids 
(E) TYPE: ami.no acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



iXii SEQUENCE DESCRIPTION: SEQ ID NO : 3 
Leu Glv Thr Glv Pro Arc 



(2) I N FORMAT I ON FIR SEQ ID NO : 4 : 

:.ii SE'USNIE CHARACTERISTICS : 

i A) LENGTH: 8 6 amir, d acids 
iB) TYPE, ammo acid 
i C) S TRANDEDNES S : 
ill) TOPOLOGY: linear 

ii i i MOLECULE TYPE: protein 



ixi) SEQUENIE DESCRIPTION: SEQ ID NO : 4 : 

Phe va 1 Asp. OI.r: His Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr 
1 S 10 15 

Leu ','a 1 Cyir C-Iy Gl u Arg Gly Phe Phe Tyr Thr Pro Lys Thr Arg Arg 
I 0 2 5 3 0 

Glu Ala Glu Asp Leu Gin Val Gly Gin Val Glu Leu Gly Gly Gly Pro 
3 5 4 0 -15 

Gly Ala Gly Ser Leu Gin Pro Leu Ala Leu Glu Gly Ser Leu Gin Lys 
5 0 5 5 6 0 

Arg Gly lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin 
6 5 7 0 7 5 8 0 

Leu Glu Asn Tyr Cys Asn 
8 5 



( 2 ) INFORMATION FOR SEC ID NO : 5 : 

; l ) SEQUENCE CHARACTERISTICS: 

{ A ) L ENC-TH : c . 2 amino acids 

(F) TYPE: ammo acid 

( 0) STRANDEDNESS : 

(10 TOPOLOGY' linear 

(ill MOLECULE TYPE: protein 



;xi! SEQUENCE DESCE I PTI ON : SEQ ID NO : 5 : 

Phe Val Asn Gin Has Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr 

5 10 15 

Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr Arg Gly 

10 2 5 3 0 

lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu 
3 5 4 0 4 5 



Asn Tyr Cys Asn 

5C 



INFORMATION FOR SEQ ID NO : 6 : 

( 1 ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 107 amino acids 
[B- TYPE- am: no arid 

( C ) STRANDEDNESS : 

(D) TOP J LOGY : linear 

Hi) MOLECULE TYPE . protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

Met Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu 

15 10 15 

Arc Ala H::.s Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe 

2 0 2 5 3 0 

Glu Glu Ala Tyr He Pr:< Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn 
3 5 10 4 5 

Pro Leu GH Thr Gly Pro Arg Phe Val Asn Gin His Leu Cys Gly Ser 

5 0 5 5. 6 0 

His Leu Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe 
65 70 75 80 

Tyr Thr Pr: Lys Thr Arg Gly He Val Glu Gin Cys Cys Thr Ser He 

85 90 95 

Cys Ser L.e^ Tyr Gin Leu Glu Asn Tyr Cys Asn 
10 0 10 5 



2} INFORMATION FOR SEQ ID NO : 7 : 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 150 amino acids 
(3) TYPE: amino ao Ld 
(C) STRANDEDNESS : 

( E- ) TOPOLOGY: linear 

ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

Met Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu 

15 10 15 

Arg Ala H s Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe 

2 0 2 5 3 0 

Glu Glu Ala Tyr He Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn 

3 5. 4 0 4 5 

Pre Gin Thr Ser Leu Ser Phe Ser Glu Ser- He Pro Thr Pro Ser Asn 

50 55 6C 



4 



Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser 
65 ^0 ^5 80 

Leu Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Leu Gly Thr Gly 

35 90 95 

Pro Arg Phe Val Asn Gin His Leu Gys Gly Ser His Leu Val Glu Ala 
100 105 110 

Leu Tyr Leu Val Gys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr 
115 120 125 

Arg Gly lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin 
130 135 140 

Leu Glu Asn Tyr Gys Asn 
145 150 



